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Results Discussion

Introduction

* Onychomycosis represents about half of most toenail 1.1.7THLA-DRS

Clinical Importance

health concerns of patients worldwide. Svejgaaard et al., 1082 [28) 3 28 81 7 2.0% 1.26 [0.37. 4.31] 1082 These new insights may help identify at-risk populations as
Dermatophvtes. veasts. and non-dermatophvte molds Asz-Sigall et al., 2010 [19] ¢ 42 13 84 2.7% 0.81[0.32,2.58] 2010 well as inform the development of future prophylactic and
oo boor irynp“'cgte 4 25 causal agents. A nﬁ’or{g eweenfrr e simgagtyo - 15 H % TR SRR LSRR, therapeutic interventions. Individuals identified as genetically
! Canllo-Melendrez et al , 2016 [2 12 < - T% 800102, 1403] 2016 - : : : :

dermatophytes, Trichophyton rubrum is the most Subtotal (95% Cl) 28] 191 1590 12 8% 1.70 [1.05, 2.76] predisposed should be advised to avoid environmental
prevalent, responsible for 90% of cases in North America. T 2A 170 factors such as sweating and occlusive footwear, as these

. Cortai derlving health condit . ol Heterogeneity: Tau®=0.02: Chi¥ =321, df=3(P=038): F = 7% factors have been shown to increase risk. Disease-associated
inef:ruaelr?clég aerzgllgnegneiii prggir; plolsoitnics)'nesnglle:;ri]rznaepo?e - Test for overall effect: Z=2.15 (P = 0.03) genes may affect response to pharmacologic treatment. By
developing the condition. Figure 2 - HLA-DRS8 Forest Plot tailoring therapy to an |nd|V|dga! s specific genetic proflle, it
CUADR o —_— il may be possible to enhance clinical outcomes and improve

"R Is a component of the major histocompatibiiity The association between HLA-DR markers and the incidence of onychomycosis was analyzed across five studies published the overall management of onychomycosis.

complex class I, a highly polymorphic genomic region that

. . . . between 1982 and 2016.
plays a crucial role in the immune system by encoding

molecules involved in antigen presentation. Limitations & Future Studies
Many studies concentrate on specific populations such as the

Mexican Mestizo group. Therefore, larger cohorts with more
The pooled odds ratios for HLA-DR markers 1-7 and 9-16 did not show a statistically significant association with diverse patient populations should be studied to improve the
onychomycosis, as their confidence intervals included 1. generalizability of the findings. Additional variables such as
environmental factors, other genetic variations, and
pre-existing conditions may also influence susceptibility and

The analysis includes data on individual studies and their pooled results, providing odds ratios (ORs) and 95% confidence
intervals (Cls) for the association between different HLA-DR markers and onychomycosis.

«  While many individual studies have examined the role of
HLA-DR in onychomycosis, none have analyzed them
together to determine if there is a significant effect on
onychomycosis susceptibility.

HLA-DR8 showed a statistically significant association with onychomycosis, with an OR of 1.70; 95% CI [1.05-2.76]

(Figure 2). potentially confound the results. Investigating
Studg Objectlve gene-environment and polygenic influences would offer a
Identification of studies via databases and registers \ Author(s) Year  Sample Size Population Study Design Study Methods Ianegc;i;us HLA variants studied Main Findings more Comprehen5|ve underStandlng Of these ve ry Complex
« Perform a systematic review and meta-analysis to evaluate — ’ Tissue typing using the interactions
. . ; A 7th workshop technique ‘
HLA-DR allele involvement in onychomycosis susceptibility. _ Records identified from: e _ for DR antigens HLA-DR does ot
5 Records removed before Svejgoordetal [28] = 1982 58704 Unspecified Prospectie. | Trubrum | HLA-DR1-5,7-10 L Lot
= Google Scholar (n = 332) screening: S case-control Fungal IE)me;hod not SU:C;DUDI“I‘,’:O
= —» Duplicate records removed FEE STVEIRSIECS COHCIUSionS
5 Pubmed (n=6) (n=9) Fisher’s exact test
T Cytotoxicity test In the presence of a
ScienceDirect (n=132) Cancadin personal or family history
b Ahmed et ol. [27] 1985 29 cases s " f’roﬂs.;i~e~:ﬁv'aaI KOH Microscopy Unspecified HLA-DR 1-7 oj atop‘,:.hL.A-_;Dm
Methodology ! PO Memagenss Voot e e h?n”‘ Our findings indicate a potential relationship between HLA
e o ALApIng i P markers and the risk of developing onychomycosis, with the
. . . e seguence-specinc . . . oy
* Preferred Reporting Items for Systematic Reviews & (n=461) (n=0) S S HLA-DRS8 allele appearing to increase susceptibility. However,
. . . exican-Mestizo o - . . .
Meta-Analyses (PRISMA) guidelines were followed (Figure i wrsgareapy | PO pless o pogeve  Dremoocorsd poun waoeis p'j;f;fl?fnfg;;[; additional research is required to fully elucidate and expand
1). ) ot upon this relationship.
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Used an|ma|S as Ssu bJeCtS were EXC|Uded. Carillo-Melendrez et al. 2016 25 cases SR Prospective and Sabouraud dextrose Unspecified HLA-DR1,3,4,7 8 11, _ are associated.w:if:h :go
* From these artiC|eS, a”ele frequency data, 95% CIIS, and § g:u:dée)sincltxded in review [29] 20 controls e ne= e case-control agar:;rscill_tmicosel 13-16 xncrezsneycirigrs;::;?gltvto j“! .!;,!;t"‘. QR
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(Table 1). Figure 1 - PRISMA Flow Diagram Table 1 - Study Characteristics
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